Configure the DNABarcodeCompatibility interface to enable
the communication with the R environment

start the

select R
library

On Windows and MacOSkx,
clicking the R application

<€opens an R console in

which to type
in .libPaths() to list all
possible library paths.

Alternatively, on Linux
and MacOSx, run R within
a terminal and type

in .libPaths()

Copy and paste one-by-
one all paths without
quotes into each empty
field of the pop up
window

In this pop up window,
you can add en empty
field by clicking on the
"+" icon.

" When you first
pravravt @ '~ DNABarcodeCompatibility user
B— ~graphical interface, a window
. pops up, please
' Settings to set the
paths.
File Help u & il G 5 Q3N ,‘; (g
(one or more paths depending on your system )
(onemmorepamsaepenainy‘M/_\ e
sa In this example, there is
only one path

(one or more paths depending on your system )

Set JRI library...

ILibrary/Frameworks/R framework/Versions/3.5/

> .libPathsO)

SRmAaEBEQH N E (8]
. 5

5.0 (2018-04-23)
) 2018 The R Fou

[R-app GUI 1.70 (7521) x86_64-apple-darwin15.6.0]

3 "/

Click the save button
and then close the pop
up explicitly



Design a single barcoding multiplex experiment

File  Help File Help
¥ Parameters Result Table | (7] Result visual Log
Platform Choose asystem  ~ sample Lane id Sequence

File

Sample number

Multiplexing level -
Single or Dual indexing ? 0 Filo
single -
Annuler oK .
Aucun contenu dans la table
| |
i |
| 1
| ull
|
rch
| @ Searc + Export Result
File  Help
|=mabarsmeters ] Result Table | (] Result visual Log
Platform MiSeq ™, HiSe...  ~ sample Lane. Id Sequence -

File | Index_lilumina.txt

‘Sample number 12
. - ceames o Select the sequencer platform
) Homopolymer 1 . .
| o e e Load the | de ”lu a.txt f |e
v/ RPIOT  ATCACG  50.0 No = etic . n X_ mln " X I
v RPIO2 CGATGT  50.0 No Hamming  Sedlev Phaseshift H H H
2 e s mo e S . Fill in the sample number field
v/ RPID4 TGACCA 500 No .
Do s s e Select the multiplex level
v RPIOS  GCCAAT 500 No Set to Default Save Cancel fs la table -
v RPIO7 CAGATC  50.0 No H H H
T . Add other constraints in the setting loader
V| RPIO9  GATCAG 50.0 No
v RPI10  TAGCTT 33.33 No
v/ RPI11  GGCTAC  66.67 No
v/ RPI12  CTTGTA 3333 No H
D e e . Click the Search button
v/ RPI14  AGTTCC  50.0 No
v/ RPI15  ATGTCA  33.33 No s
Z < >v
f | Search  Export Result
File Help
v Parameters ~ Result Table | 7] Result visual Log
Platform MiSeq ™, HiSe... v
File | Index_lllumina.txt Sample S d
Sample number 12
1 RPI20
Multiplexing level | 4 v * '; 2 RPI37
e 5 wPi0
4 RPI4S
Selected Id  sequence GC_content Homopolyme
V| RPIOT ATCACG  50.0 No z 5 RPI33 . . . .
2l Eha G i o B v Click on the "Result Visual" panel to visualise
vV RPIO3 TTAGGC  50.0 No s 7 RPI38
v/ RPI04 TGACCA  50.0 No 8 RPI44 . .
A T : how barcoded samples are distributed among
v RPIOB  GCCAAT  50.0 No :), ® -
V) w0 caac s00 e 2 lanes of flow cells
D o s [mes o o o n W
v RPIOS  GATCAG 50.0 No
v RPI10  TAGCTT 33.33 No
v RPI11  GGCTAC  66.67 No
v RPI12  CTTGTA 33.33 No
v/ RPI13  AGTCAA 33.33 No
v RPI14  AGTTCC 50.0 No
v/ RPI15  ATGTCA  33.33 No
< >v
# Search
< >
YaBarameters Result Table Result visual Log
Platform MiSeq ™, HiSe. - Sample Lane Id  Sequence 3
File  Index_lllumina.txt ! ! RPI20 |GTGECC
File 6 2 RPI34 CATGGC
Selected d sequence GC_content Homopolyme 7 2 RPI38 CTAGCT
V. RPIOT ATCACG 500 No Als 2 RPIA4  TATAAT H n n H
o coror 0 el 2w meen Click on the "Result Table" panel and click on
v RPIO3 TTAGGC  50.0 No 10 3 RPI16  CCGTCC .
v RPIO4 TGACCA  50.0 No n 3 RPI17  GTAGAG
| I G Export Result" to save the results
v RPIOE  GCCAAT 50.0 No
v RPIO7 CAGATC 50.0 No
v RPIO8 ACTTGA  33.33 No
v RPIO9 GATCAG  50.0 No
v RPI10  TAGCTT  33.33 No
v RPI1T GGCTAC 66.67 No
v RPN2  CTTGTA 33.33 No
v RPIN3  AGTCAA 33.33 No
v RPI4  AGTTCC 50.0 No
v RPI6  ATGTCA 33.33 No !
22 < >v
# Search

« Export Result



Design a dual barcoding multiplex experiment

(] L] DNA Barcode Compatibility o o DNA Barcode Compatibility
7o ) il
Export result Result Table | ) Result visual Log RCarancters 3 Result Table | (] Result visual Log

Export log vigha ™, Hise.. + sample Lane Id  Sequence Platform Choose asystem  + sample  Lane 1d1 Sequence1 1d2 Sequence2

singoindexing - f L 1 1 RPI0 GTGGCC ot
Dual indexing 2 1 RPI37  CGGAAT
Define R paths 12 3 1 RPMO CTCAGA B2
et - e |||+ 1 RPMS TCATTC Sample number
° 2__|RPISY_|CAGOCO Multiplexing level - &
6 2 RPI34  CATGGC
Selected  Id  sequence GC_content Homopolyme 7 2 RPIB8 CTAGCT v T
V| RPIO1 ATCACG 500 No 8 2 RPI44  TATAAT
V| RPI2 CGATGT 500 No o 3 RPIO TAGCTT
V| RPIO3 TTAGGC 500 No 10 3 mems  ccotee
Vi RPIOS ACAGTG 500 No 7 5 D eem
V| RPIOG GCCAAT 500 No Aucun contenu dans Ia table
V| RPIO7 CAGATC 500 No
V| RPIB ACTTGA 3333 No
V| RPIOD GATCAG 500 No
vVl RO TAGCTT 3333 No
V| RPN GGCTAC 6667 No
V| RP2 CTTGTA 3333 No
v RPI3 AGTCAA  33.33 No
V| RPNa AGTTCC 500 No
V| RPI5 ATGTCA  33.33 No
¢ = < >
# Search P # ) Search » Export Result
File  Help
1 parameters Result Table | (] Result visual Log
Platform MiSeq ™, HiSe..  + sample  Lane 101 Sequencel 162 Sequence2

File1 | Index_lllumina.txt

. Select the platform

wiiesgtont [3 . Load the "index lllumina.txt" file

File 1 File 2 . ] - .
e T R T . Fill in the sample number field

v RPIOT  ATCACG  50.0 No E

ez Jooror oo o Select the multiplex level

v RPIO3  TTAGGC 50.0 No .

V] RPI04_|TGACCA 00 e ‘Aucun contenu dans la table H 1 1

v s a0 mo e . Add other constraints in the setting loader
v RPIOB  GCCAAT 50.0 No

v RPIO7 CAGATC 50.0 No

v RPIO8  ACTTGA 33.33 No

v RPIO9 GATCAG 50.0 No .

v wo meen mm  we . Click the search button

v RPIT GGCTAC 66.67 No

v RPI12  CTTGTA 33.33 No

v RPI13  AGTCAA 33.33 No

v RPI14__ AGTTCC 50.0 No

# Search » Export Result
v Parameters Result Table Result visual Log
Platform MiSeq ™, HiSe... - . .
.  Click on the "Result Visual" panel to
File2  Index_lllumina.txt _ Es nﬂ q s . .

s :  wn [olrlc popewm - -«  Visualise how barcoded samples are
Multiplexing level | 3 - & 3 rRe2s [C Al [T [6]6] 3 RPI20 . .

« w0 EECETTETS ¢ -« distributed among lanes of flow cells
Selected d sequence GC_content Homopolymer % Ll ﬂ N S

= — RPI3 6 RPI48

v RPIO1  ATCACG 50.0 No

V| RPO2 CGATGT 500 No . RPI0B 7 RPITY

v/ RPI03 TTAGGC  50.0 No a re8 [G 7 ] s [ 7] [G ] RPI18

V|  RP04 TGACCA 500 No 3 RPI27 9 RPI33

v RPIO5S  ACAGTG 50.0 No . n 1

U wos ccowr wmo e = o ceromm o momecmme -2 Click on the "Result Table" panel and
V| RPIO7 CAGATC 500 No g Tz D [G ] [T

) reios ACTTGA 3333 No = RPios. TG AN 7 [NCHINAN] G| 12 [ ] [[GT] reia7 | k n ||E t R |t| t th
e oo son e click o xport Resu o save the
v RPI0  TAGCTT  33.33 No

Vowm e et results

v RPI12 CTTGTA  33.33 No

v RPI13  AGTCAA  33.33 No
: v RPI14__AGTTCC _ 50.0 No. o

& Search
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